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csv bed

sampleName sites_num sites_covgMeansites_covgMediansites_covgPerc25sites_covgPerc75sites_numCovg5sites_numCovg10sites_numCovg30sites_numCovg60tiling_numtiling_covgMeantiling_covgMediantiling_covgPerc25

adult_liver_replicate_124787109 37.35182 34 19 51 24787109 23091625 14643714 4347998 537066 1776.79 1194 684
adult_liver_replicate_225396366 36.33017 36 23 48 25396366 24359133 16104908 2369347 537086 1730.489 1166 654
adult_sorted_CD4_replicate_125463779 35.49288 34 23 47 25463779 24581527 15490958 2235407 537081 1690.608 1172 689
adult_sorted_CD4_replicate_225184394 26.8683 26 17 35 25184394 23338275 10012847 386618 537053 1279.435 890 521
adult_sorted_CD8_replicate_125507068 38.04133 37 25 50 25507068 24868651 16653251 3142988 537086 1812.042 1296 769
adult_sorted_CD8_replicate_225382977 29.94133 29 19 39 25382977 24151401 12242218 710929 537061 1426.01 1017 605
bcell_1 13440377 5.182776 5 3 7 13440377 1693258 23406 8364 536903 241.2219 196 131
bcell_2 1895294 3.216202 2 1 4 1895294 334616 7346 2200 416992 52.35246 35 18
Colon_Primary_Normal 23828345 28.03213 25 14 39 23828345 21271456 10589954 1574453 536989 1328.054 803 421
Colon_Tumor_Primary 24455321 27.24075 25 15 37 24455321 22068602 10213573 976820 537034 1294.745 841 457
colonic_mucosa 23714805 22.39799 20 12 31 23714805 20557996 7081224 291601 537054 1061.522 691 388
fetal_adrenal 22265188 14.95056 13 8 20 22265188 16795545 1940001 69493 536788 705.5297 416 225
fetal_brain 25439717 23.5894 23 17 29 25439717 24341164 6198349 54702 537085 1123.496 842 526
fetal_heart 25531042 34.06072 33 24 43 25531042 24908569 15498368 1074417 537100 1623.161 1167 710
fetal_muscle_leg 22277479 18.23874 16 8 25 22277479 17980095 4459666 129943 536563 856.9688 483 248
fetal_thymus 23969550 21.67552 20 11 29 23969550 20613764 6367261 206569 536971 1028.801 612 334
Frontal_cortex_AD_1 25459909 30.43534 29 21 38 25459909 24688145 12698187 463952 537061 1449.531 1065 657
Frontal_cortex_AD_2 25528135 40.40203 39 28 51 25528135 25220858 18260833 3337824 537082 1924.308 1429 897
Frontal_cortex_normal_125547670 38.77452 38 29 47 25547670 25415490 18564151 1820159 537093 1846.868 1382 876
Frontal_cortex_normal_225415260 28.57481 27 19 36 25415260 24423141 10863088 448725 537082 1360.776 1039 659
H1_derived_mesenchymal_stem_cells18848480 15.50098 11 5 21 18848480 13651143 3314763 360410 536592 702.4883 469 252
H1_derived_neuronal_progenitor_cells24331258 14.5112 14 10 18 24331258 19184480 617320 53928 537060 690.0749 483 287
H1_BMP4_derived_mesendoderm_cells24258658 16.82233 16 11 22 24258658 20393241 1802008 43810 537057 799.0948 678 462
HepG2 19762961 12.53436 10 5 17 19762961 13441361 1280338 91914 534856 581.4041 322 153
hippocampus_middle_replicate_125500692 43.6108 41 27 57 25500692 24895911 18080638 5745253 537097 2077.452 1507 907
hippocampus_middle_replicate_225239113 31.45216 30 19 42 25239113 23761452 12896134 1455871 537073 1497.74 1069 645
HSCP_1 18051934 7.89667 7 4 10 18051934 7068090 159071 19661 537065 370.3336 291 190
HSCP_2 3060416 2.796982 2 1 4 3060416 119296 13274 5686 518213 115.8297 95 63
HUES64_CD184plus_endoderm_replicate_125400978 25.35261 24 17 32 25400978 24142584 8418260 121903 537071 1207.847 937 581
HUES64_CD184plus_endoderm_replicate_225572168 48.59983 47 34 62 25572168 25454095 21073922 7203250 537072 2315.749 1748 1081
HUES64_derived_CD56plus_ectoderm_replicate_125572909 51.95004 51 34 68 25572909 25359734 20847094 9263556 537074 2475.418 1694 978
HUES64_derived_CD56plus_ectoderm_replicate_225298768 34.51101 33 21 46 25298768 23933185 14888109 2185674 537070 1644.171 1081 599
HUES64_derived_CD56plus_mesoderm_replicate_125353490 35.28102 34 22 47 25353490 24117180 15046484 2553697 537073 1680.9 1137 642
HUES64_derived_CD56plus_mesoderm_replicate_224813658 19.57364 19 13 25 24813658 21990554 3359937 59345 537065 931.7906 661 394
HUES64_replicate_1 24106878 25.54379 23 13 35 24106878 21430647 9217373 699902 537032 1212.863 754 410
HUES64_replicate_2 25093619 32.70188 30 18 44 25093619 23377666 13054320 2401959 537062 1557.517 1092 632
human_sperm 13213988 5.532838 5 3 7 13213988 2733390 65300 16479 533981 256.4768 164 95
IMR90 20269734 10.57383 10 5 14 20269734 12597544 244915 35729 535970 495.1896 298 158
mobilized_CD34 25486443 31.81519 31 22 41 25486443 24685979 13931409 649772 537059 1515.46 1082 647
subcutaneous_adipocyte_nuclei20076596 11.44913 10 5 16 20076596 12914761 661574 46808 535994 534.2449 306 164
substantia_nigra 24377127 24.75803 23 14 34 24377127 21752595 8679914 385936 537040 1176.712 761 433
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